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<210> 1 

<211> 30 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: cDNA 



<400> 1 

cgccgccatc atggtgaagc tcgcgaaggt 

<210> 2 
<211> 30 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: cDNA 
<400> 2 

gagagcgcga gagatggaga tgggcagacg 

<210> 3 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: cDNA 





2 



<400> 3 

gcagcaccat gtcggcgccg gcggccaaag 



30 



<210> 4 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 4 

cttcgggtgt acgtgctccg gg 

<210> 5 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 5 

cctgagtgac tttgtaaggg ag 

<210> 6 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 



<210> 7 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223>Description of Artificial Sequence: primer 
<400> 7 

gtcatcatct tctccctcat c 21 

<210> 8 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 



primer 



<400> 6 

ccgccggcgc ggcagcctct g 



21 



<400> 8 

cgaccgcgga gcagcaccat g 



21 



<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 9 

ggaaggttgg aatccatcag 

<210> 10 
<211> 40 
<212> PRT 

<213> Human immunodeficiency virus 
<400> 10 

Asn Cys Thr Arg Pro Asn Asn Asn Thr Arg Lys Ser lie Arg lie Gin 
15 10 15 

Arg Gly Pro Gly Arg Ala Phe Val Thr lie Gly Lys lie Gly Asn Met 
20 25 30 

Arg Gin Ala His Cys Asn lie Ser 
35 40 

<210> 11 
<211> 39 
<212> PRT 

<213> Human immunodeficiency virus 
<400> 11 

Asn Cys Thr Arg Pro Asn Asn Asn Thr Arg Lys Ser lie His lie Gly 
15 10 15 

Pro Gly Arg Ala Phe Tyr Thr Thr Gly Glu lie lie Gly Asp lie Arg 
20 25 30 

Gin Ala His Cys Asn Leu Ser 
35 

<210> 12 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Lys Lys Leu Glu Leu Ser Glu Asn Arg lie Phe Gly Gly Leu 
15 10 

<210> 13 

<211> 14 

<212> PRT 

<213> Homo sapiens 
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<400> 13 

Lys Lys Leu Glu Leu Ser Asp Asn Arg Val Ser Gly Gly Leu 
15 10 



<210> 14 
<211> 16 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Lys Gin Gly Thr Glu lie Asp Gly Arg Ser lie Ser Leu Tyr Tyr Thr 
15 10 15 



<210> 15 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 15 

Lys Gly Tyr Ala Phe lie Glu Phe Ala Ser Phe Glu Asp Ala Lys 
15 10 15 



<210> 16 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Lys Gly Tyr Ala Phe lie Glu Phe Ala Ser Phe Glu Asp Ala Lys 
15 10 15 



<210> 17 
<211> 7 
<212> PRT 

<213> Homo sapiens 
<400> 17 

Lys Ala Leu Glu Leu Thr Gly 
1 5 



<210> 18 
<211> 7 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Lys Gin Gly Thr Glu lie Asp 
1 5 



<210> 19 
<211> 10 
<212> PRT 



<213> Homo sapiens 
<400> 19 

Lys Val Thr Leu Asp Trp Ala Lys Pro Lys 
15 10 



<210> 20 
<211> 7 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Lys Lys Leu Glu Leu Ser Glu 
1 5 



<210> 21 
<211> 16 
<212> PRT 

<213> Homo sapiens 
<220> 

<223> Xaa at position 8 is unknown 
<400> 21 

Lys Ser Leu Asp Leu Phe Asn Xaa Glu Val Thr Asn Leu Asn Asp Tyr 
15 10 15 



<210> 22 
<211> 707 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Met Val Lys Leu Ala Lys Ala Gly Lys Asn Gin Gly Asp Pro Lys Lys 
1 5 10 15 

Met Ala Pro Pro Pro Lys Glu Val Glu Glu Asp Ser Glu Asp Glu Glu 
20 25 30 

Met Ser Glu Asp Glu Glu Asp Asp Ser Ser Gly Glu Glu Val Val lie 
35 40 45 

Pro Gin Lys Lys Gly Lys Lys Ala Ala Ala Thr Ser Ala Lys Lys Val 
50 55 60 

Val Val Ser Pro Thr Lys Lys Val Ala Val Ala Thr Pro Ala Lys Lys 
65 70 75 80 

Ala Ala Val Thr Pro Gly Lys Lys Ala Ala Ala Thr Pro Ala Lys Lys 
85 90 95 



Thr Val Thr Pro Ala Lys Ala Val Thr Thr Pro Gly Lys Lys Gly Ala 
100 105 110 



Thr Pro Gly Lys Ala Leu Val Ala Thr Pro Gly Lys Lys Gly Ala Ala 
115 120 125 

lie Pro Ala Lys Gly Ala Lys Asn Gly Lys Asn Ala Lys Lys Glu Asp 
130 135 140 

Ser Asp Glu Glu Glu Asp Asp Asp Ser Glu Glu Asp Glu Glu Asp Asp 
145 150 155 160 

Glu Asp Glu Asp Glu Asp Glu Asp Glu lie Glu Pro Ala Ala Met Lys 
165 170 175 

Ala Ala Ala Ala Ala Pro Ala Ser Glu Asp Glu Asp Asp Glu Asp Asp 
180 185 190 

Glu Asp Asp Glu Asp Asp Asp Asp Asp Glu Glu Asp Asp Ser Glu Glu 
195 200 205 

Glu Ala Met Glu Thr Thr Pro Ala Lys Gly Lys Lys Ala Ala Lys Val 
210 215 220 

Val Pro Val Lys Ala Lys Asn Val Ala Glu Asp Glu Asp Glu Glu Glu 
225 230 235 240 

Asp Asp Glu Asp Glu Asp Asp Asp Asp Asp Glu Asp Asp Glu Asp Asp 
245 250 255 

Asp Asp Glu Asp Asp Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Pro 
260 265 270 

Val Lys Glu Ala Pro Gly Lys Arg Lys Lys Glu Met Ala Lys Gin Lys 
275 280 285 

Ala Ala Pro Glu Ala Lys Lys Gin Lys Val Glu Gly Thr Glu Pro Thr 
290 295 300 

Thr Ala Phe Asn Leu Phe Val Gly Asn Leu Asn Phe Asn Lys Ser Ala 
305 310 315 320 

Pro Glu Leu Lys Thr Gly lie Ser Asp Val Phe Ala Lys Asn Asp Leu 
325 330 335 

Ala Val Val Asp Val Arg lie Gly Met Thr Arg Lys Phe Gly Tyr Val 
340 345 350 

Asp Phe Glu Ser Ala Glu Asp Leu Glu Lys Ala Leu Glu Leu Thr Gly 
355 360 365 

Leu Lys Val Phe Gly Asn Glu lie Lys Leu Glu Lys Pro Lys Gly Lys 
370 375 380 

Asp Ser Lys Lys Glu Arg Asp Ala Arg Thr Leu Leu Ala Lys Asn Leu 
385 390 395 400 



Pro Tyr Lys Val Thr Gin Asp Glu Leu Lys Glu Val 
405 410 



Phe Glu Asp Ala 
415 



Ala Glu lie Arg Leu Val Ser Lys Asp Gly Lys Ser Lys Gly lie Ala 
420 425 430 

Tyr lie Glu Phe Lys Thr Glu Ala Asp Ala Glu Lys Thr Phe Glu Glu 
435 440 445 

Lys Gin Gly Thr Glu lie Asp Gly Arg Ser lie Ser Leu Tyr Tyr Thr 
450 455 460 

Gly Glu Lys Gly Gin Asn Gin Asp Tyr Arg Gly Gly Lys Asn Ser Thr 
465 470 475 480 

Trp Ser Gly Glu Ser Lys Thr Leu Val Leu Ser Asn Leu Ser Tyr Ser 
485 490 495 

Ala Thr Glu Glu Thr Leu Gin Glu Val Phe Glu Lys Ala Thr Phe lie 
500 505 510 

Lys Val Pro Gin Asn Gin Asn Gly Lys Ser Lys Gly Tyr Ala Phe lie 
515 520 525 

Glu Phe Ala Ser Phe Glu Asp Ala Lys Glu Ala Leu Asn Ser Cys Asn 
530 535 540 

Lys Arg Glu lie Glu Gly Arg Ala lie Arg Leu Glu Leu Gin Gly Pro 
545 550 555 560 

Arg Gly Ser Pro Asn Ala Arg Ser Gin Pro Ser Lys Thr Leu Phe Val 
565 570 575 

Lys Gly Leu Ser Glu Asp Thr Thr Glu Glu Thr Leu Lys Glu Ser Phe 
580 585 590 

Asp Gly Ser Val Arg Ala Arg lie Val Thr Asp Arg Glu Thr Gly Ser 
595 600 605 

Ser Lys Gly Phe Gly Phe Val Asp Phe Asn Ser Glu Glu Asp Ala Lys 
610 615 620 

Glu Ala Met Glu Asp Gly Glu lie Asp Gly Asn Lys Val Thr Leu Asp 
625 630 635 640 

Trp Ala Lys Pro Lys Gly Glu Gly Gly Phe Gly Gly Arg Gly Gly Gly 
645 650 655 

Arg Gly Gly Phe Gly Gly Arg Gly Gly Gly Arg Gly Gly Arg Gly Gly 
660 665 670 

Phe Gly Gly Arg Gly Arg Gly Gly Phe Gly Gly Arg Gly Gly Phe Arg 
675 680 685 

Gly Gly Arg Gly Gly Gly Gly Asp His Lys Pro Gin Gly Lys Lys Thr 
690 695 700 



Lys Phe Glu 
705 



8 



<210> 23 
<211> 10942 
<212> DNA 

<213> Homo sapiens 
<400> 23 

attctgctgt agacatagag atgatgatca 
cctgaaagag gaaatgctct ggtttgctaa 
agctaaccgt ggaagtcact ggcggcctcc 
tggctctcga cctgctcccg ggccatctgg 
tggcgcattc gacccaaata ataacctggg 
cggtcgccct cccaggcccc tctccctggc 
gccagttccc catgtctgag aaatatctcc 
ttcgtgactt tctcacagaa aacctcgtac 
tcaggagact gcctgcagga ggggggtcgc 
taagctgtgc ctccaaaagg gccaacggga 
aggactcctc gctccagggc caccaggagc 
cggggtctct gaggaactcc aaggctgccc 
cggagaccgc ccgattccac cacccccgcg 
gtcccacgac gcaggccggg acccgcgcgc 
agcgagcccc gcccccacgg cgccgttgcc 
cgcctactcc ccgccccgcg ccgttcacgg 
gccgcgagct ttggttggtc ggcgcggagt 
cgttactggg caggctcagt ctttcgcctc 
cgtgctccgg gatcttcagc acccgcggcc 
tcatctgcgc cacttgtccg cttcacactc 
aaacggcctt gagcgcgacg cagacgtgta 
gcggggagga gggcctgcgc gcagtcccgg 
tctcgcgcga ttagtgggga ggtctcgcgc 
ttctgcaggt gctgggggag ggggcgctgg 
ttgcgacgcg tacgagctgg gactgactct 
gtgggccggc gtaggtctgg aatctccaga 
ggtatcggcc ctagtcggag tcccggctgc 
ccgatacgtg gtgggccccg gaaggtggct 
gcaagaggtg gtcctgccag gtacccccac 
gtagtgctgg ggaaaggcat aagcttcatg 
aatgatcttc accgttaatt tgattcaaat 
agtataaaaa cacggttgtg cttaactaag 
tgacttttta ccttagggca ggttttctgt 
gttgagaagt agtccctctt gcattgccat 
ttggcactat gagaaatgat ctgagacgga 
tatgaatggc ctgaaatgtc gaggtggagg 
aggtaaaaat caaggtgacc ccaagaaaat 
tagtgaagat gaggaaatgt cagaagatga 
tttatccaac ttaatgcaga attatgttaa 
ttggatatct gtggcaaaaa taagatttta 
tttcacaagc tcttcattga catgtcaaga 
ctaagacgag actgggaatt tcttttacat 
ttgtgttaaa tcattacatt tttccagttt 
ctgggcattg tattcagagc tgagaataac 
taaaattaat tggtctccat tccatatata 
gggtgtagac tgagggctgc cacctctctt 
tggcctttta tttgcctcca ctataaagac 
gttgagaacc tgaatgaaag ttttactctc 
ttaatgtagc taaatgatga cttttatcaa 
gttttgtaag gaatatttat atttagccta 
agcttcactg ggcttggtgg accgcaacca 
cttggagcct cctatgtgta acgttctgaa 



tagctgacta tgatgatgat cccccgcgag 60 
gcccgcgaat cgagtgagac ccacccacaa 120 
ttcgccctgc cagccgggga acccatccgg 180 
tgacactgac ttcgcagcca ccaccttaat 24 0 
aacctgtggg cggtctaagg cccggctctg 300 
cctgtgaggc cagaaagtta cttctccgag 360 
caacttgagg ttctgtgggg taggggaggg 420 
agaccccgcc actgccttta ttaacagctc 480 
tccggcccca tgctcgcggg caagcaggga 54 0 
actccgcggt ccctgaactt ccggtgctgg 600 
cgcggcgtga gtgcgtgccg gaaccgaggg 660 
aagcctacgg acccagccac attggcgaac 720 
ctcccctcac agccggcgcc aaaaacgcca 780 
ccacggccca atcagcgcga ccttgcacaa 84 0 
agcccctccc cctcccgtgc cgcctcggcc 900 
ttagaggctc gcgattggct catggggacg 960 
cacgaggcgc cgtcgtcgcc tttccacagg 1020 
agtctcgagc tctcgctggc ttcgggtgta 1080 
gccatcgccg tcgcttggct tcttctggac 1140 
cgccgccatc atggtgaagc tcgcgaaggt 1200 
ggcctgcttc cgaggggcga gcgcggcgcc 1260 
gcgcgttcta gggcgccatg ctgcgggaag 1320 
ttctggctac ttggtggcga ggtgaagagc 1380 
gcctcggggt ggagagatga gaccaaactt 144 0 
gacgcacgtg cccgggagcg tgcctgccac 1500 
gggaccgggt gccttgggcc gggaaatggc 1560 
gctcggatgt ctccgccccg gcctggcaag 1620 
ctgccgcgtg ccttttgcgc tgtgtttcgg 1680 
gtggccgcac ccgcctcttt aaggggcggg 1740 
agaaaataag gtagtatttt taagtgcctt 1800 
aagggtggta gataaagtac cgggatttgt 1860 
gtaacgggag gagaaatcat ttcctcaggt 1920 
tggtaaagcc tgggaggaaa aatgtgggcg 1980 
caggagtagt ttctatgtta gttgtggtgt 2040 
gatgatggcg tatgaacact aatggcaaaa 2100 
tgtaatgatc tatttgtgtc cattttaggc 2160 
ggctcctcct ccaaaggagg tagaagaaga 2220 
agaagatgat agcagtggag aagaggtaat 2280 
aactacaaaa tggagagtta agacatgaaa 2340 
tcaggtatgt cttattgtag tggttgagtg 2400 
tgtcatttgg ctagtatttg aatgtgagtg 2460 
gttcctctgc agggcttgga gtgtgatttg 2520 
caacatgtta gctcaccccc acatgtagag 2580 
cttaccagat tcctttccta tcctccgaat 2640 
tataactgta tcactactgg ttaagtactc 2700 
tggtaccatt gaccctcttt agccacctcc 2760 
agctgagcac tgaattgtgc tcaggttttc 2820 
cacacattgc cttgataaaa ctacgggatt 2880 
actaccatgc acactctttg atgtgtgata 2940 
ttcatttttt gtctcaggtc ctaagaattg 3000 
cgagggcccc aatgatttaa taagttaatg 3060 
taatttacac atagcaattc atgaccttaa 3120 



acatgtaagg 
gaggtgtaag 
tatgtctggg 
ggagttttaa 
ctaacaactc 
gttttcattt 
tcagcaaaga 
aaagcagctg 
ccagccaaag 
gcaactcctg 
gccaagaagg 
gacgaggacg 
gctgcccctg 
gacgatgagg 
atcttgagat 
cttgtgggaa 
tgtcctcttg 
cgtttctaag 
ccaggcggga 
aagcagttct 
ctaattttgt 
ttgacctcag 
tatgctgcgc 
caggattcga 
caatttttag 
caaaggaaag 
agatgaagaa 
tgatgatgaa 
ctgacatacg 
gtgatacatt 
aaggaaatgg 
ttgcagaatt 
taatactgaa 
tttggaaact 
cacagaaccg 
tcctgaatta 
tgtcagaatt 
aatttttcct 
gtaaacactt 
gttgcaattt 
tttgttgttt 
ggcgcaatct 
cctcccaagt 
tttagtatcg 
acccacctcg 
aatttggtgt 
ttcgcgccac 
tgtttatttt 
cttttatcca 
actgtgaatt 
gtcatatctt 
ttgctatact 
gatacagatt 
ctgaaggaaa 
actcactggt 
cagtaagaaa 
agggaaaatg 
ttttcctttg 



atgatactat 
aattcagagg 
tattcacctt 
catgtcatat 
attgggacca 
atctcaaggt 
aggtggtcgt 
tcactccagg 
cagttaccac 
gtaagaaggg 
aagacagtga 
aggatgagga 
cctcagagga 
aagatggtaa 
tctgggatca 
ttctcttggg 
agaaaatttc 
tgattttttt 
gtgcaatggc 
gcctcagcct 
attttagtag 
gtgatccacc 
ccggccccaa 
ttttctttac 
gtgacttctc 
aaagctgcaa 
gaggatgatg 
gatgatgagg 
acatgagtta 
gtttgacatc 
ccaaacagaa 
aggggatatg 
accagatgtt 
aactttttac 
actacggctt 
aaaactggta 
ggtatgacta 
tcccctgtta 
caaggttagc 
ccataatcag 
ttgttatgta 
tggctcactg 
gactgggata 
atttcaccat 
gcctctcgaa 
taggtgggag 
tgtactccag 
cttggaagta 
gacaggattc 
cttataagca 
catgctgagc 
aggggtgctt 
gtgattttga 
tttggttatg 
ttgaaagtct 
ggtatgtaag 
ctt tgtaacc 
gtttcctctt 



taccattttc 
gtctggttca 
attatagggg 
gtgtcatgcg 
tggttatctt 
cgtcatacct 
ttccccaaca 
caaaaaggca 
acctggcaag 
tgctgccatc 
tgaagaggag 
tgaagatgaa 
tgaggacgat 
ggagttgtct 
catattcctt 
ttgttgtggt 
aatagcacat 
ttttttttaa 
gcgctatctc 
cccgagtagc 
agacgacatt 
caccttaggc 
gtgatctatt 
attagatttg 
tttcagactc 
aagttgttcc 
aggacgagga 
aggaggaaga 
tgtttaaagg 
ttgtccagag 
agcagctcct 
9999agataa 
acattgtagt 
cacactacaa 
tcaatctctt 
tcagcgatgt 
ggtagctgct 
gcacagttac 
attagtgaac 
tcgtaacttg 
ttgagacgga 
caacctctgc 
cgggtgccac 
gttggtcggc 
gtgctggtac 
aatgcttgaa 
cctgggcaac 
ccttgaaact 
tcctgtatta 
atttagctcc 
cgtgt tctgt 
tttaaaatgt 
tttgtgtttt 
tggattttga 
ttggcaatga 
gctttatgag 
catttccctt 
aatgtgggaa 



agatgagaaa 
gaggtatttt 
ctctgactta 
tatgtcttga 
tttgggtgtg 
cagaagaaag 
aaaaaggttg 
gcagcaacac 
aagggagcca 
ccagccaagg 
gatgatgaca 
attgaaccag 
gaggatgacg 
tggtagttac 
catcgtacaa 
gtgctagact 
ctattagtgt 
atttttttga 
ggcgcactgc 
gggattacag 
tcaccatgtt 
tctcccaaag 
cttgccatga 
aaaaccgatg 
tgaagaagaa 
tgtgaaagcc 
tgacgacgac 
agaggaggag 
aggcacttaa 
cctgtcaaag 
gaagccaaga 
acagcacaaa 
gtgctgatgt 
gtagactgag 
tgttggaaac 
ttttgctaaa 
tcactgcacg 
tttagcctgc 
taagttagaa 
gtatagcaca 
cgctggcttt 
ctcccgggtt 
tcaccatgca 
tggttttgaa 
agcgtcacca 
cctgggaggc 
agattgagac 
attagacctg 
gtgcttatag 
atgatgaaga 
agctgcagtt 
gat'ctttgtt 
cacctgttgt 
atctgctgaa 
aattaaacta 
ttatgcaatg 
tggtttcctc 
t taaatgagc 



gttggggctt 
cagtgttcaa 
agacaacata 
accagaggca 
gggctggact 
gcaagaaggc 
cagttgccac 
ctgccaagaa 
caccaggcaa 
gggcaaagaa 
gtgaggagga 
cagcgatgaa 
aagatgatga 
tgggcttctg 
cctggagatg 
taattaccca 
tttttataat 
gatggagctt 
agcctccatc 
gtgcccacca 
ggccaggctg 
tgctaggatt 
ctgttaacta 
ttggttttgg 
gctatggaga 
aagaacgtgg 
gacgaagatg 
gaaggtactt 
gtgtttgtgg 
aagcacctgg 
aacagaaagt 
tgatgaataa 
gctgtgtata 
ttgagctttt 
ctaaacttta 
aatgatcttg 
ttacataccg 
cactgttaaa 
ttaaactgta 
gaataatttt 
tgttcaggct 
caagcgattc 
tggctaattt 
ctcctgacct 
ccctgccagt 
agaggttgca 
accgtctcaa 
tctagtcatc 
gtgttctttt 
cctcaaacgt 
tgcagagcct 
tgcaccatca 
aattttgccc 
gacctggaga 
gagaaaccaa 
aactcaggag 
ttattttttt 
tacagtgttt 



gggaaagtat 
aagagttcct 
acagaagcct 
ttgccagagt 
tactggtttg 
tgctgcaacc 
accagccaag 
gacagttaca 
agcattggta 
tggcaagaat 
tgaggaggat 
agcagcagct 
ggatgacgat 
attacaaggt 
agattagaat 
tgaatgattt 
gtaggatttt 
ttgctgtttc 
tcctgggttc 
ccacacccta 
gctctgaact 
acaggtgaga 
aacatggtga 
gagattgctg 
ctacaccagc 
ctgaggatga 
atgaagatga 
aaattagatt 
ctactgatgt 
aaaacgaaag 
ggaaggtaac 
caaagggact 
gaaattttgc 
tttgtgcagg 
acaaatctgc 
ctgttgtgga 
tgggtctgtt 
catgaatact 
gatcccctaa 
tagtaatttt 
ggagtacagt 
tcctgcctaa 
ttgttttgta 
caagtgatcc 
aagttttaat 
gtgagccaag 
tttaaaataa 
atagtgaata 
gtcagctgct 
gaatgtgcat 
tgactttgtt 
catttgtcta 
tcctctccac 
aagcgttgga 
aaggaaaaga 
ctagactgct 
taaatcatt t 
acaaggtact 



3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
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tggcactgct 
acagaacaag 
agttaggtcc 
tttttgttat 
tcaaggctgt 
tagcaccgag 
tttcccctct 
tgttttttta 
gtcactcagg 
aaggatggga 
aatgcacttc 
acagtttaac 
catagggtga 
ttacataaat 
attccaagta 
gtggactaaa 
taaaagcatt 
attgcttata 
ggaacagaga 
caagactata 
ggttttcaga 
ctttttaatc 
actcttattt 
ggaatacagt 
accatgtgcg 
agaacaacca 
tggatttagc 
tagatattac 
tctatttcga 
agaaactctt 
tggcaaatct 
ttagaggtct 
tagtaaatga 
gatcatgtga 
ttcatcctca 
aattcctgta 
aggggatcac 
tagcactctc 
gtgaacaata 
aaaattcctc 
gcccatgatt 
catagaagac 
atagccttta 
taacaagtat 
gaattcacat 
caaaggcctg 
tcgggcaagg 
gtgagtgctg 
cttctcattg 
gagaattcac 
attgtgagac 
ctgctgcact 
gcatgtacag 
tggtgttcta 
gaagacggtg 
ggtggcttcg 
ggaggccgag 
gataatgaca 



tgtcagtgta 
aaccattaca 
ctaattactc 
gcgcgtctac 
gacaacatgg 
ccttgtacat 
ttttgttgtt 
atctagagcg 
atgaattgaa 
aaagtaaagg 
ctgctttata 
ctgtaagttt 
ttttaaaaga 
actttgtaag 
tttgtaaaac 
caagggcatt 
tgtgttaata 
ttgaatttaa 
tcgatgggcg 
gaggtggaaa 
attggttgag 
aaagttactc 
ggaatagtaa 
aggcaaatca 
ttttgaactc 
gcaggacatt 
ttacgtcatg 
tgttgtgacc 
ggtgaatcaa 
caggaagtat 
aaagggtaag 
aaggacgtaa 
gtgtaaaata 
ccagtggtat 
ggtatgcatt 
ataaaaggga 
ctaatgccag 
ggtgctttgt 
actggatatc 
tagatagtca 
tcctgcccca 
tggggcagga 
ctttaattaa 
cttggctagt 
aaatcgcaaa 
tctgaggata 
atagttactg 
cttccacttg 
agctccttct 
agaactagca 
attctggggt 
ggtatctttt 
ttaacttggg 
ggtttggttt 
aaattgatgg 
ggggtcgtgg 
gaggatttgg 
ccacatagca 



taggtaaatt 
tgcacctaaa 
cctatataca 
tctaggttga 
agggaccact 
ataggatctc 
gccccccacc 
agatgcgaga 
agaagtgttt 
gtatgttctt 
aaagaaatat 
gtgcctcagt 
caaagctaat 
tagtagcagt 
tagtgggaag 
ttatgtactc 
tggttttaaa 
gacagaagct 
atctatttcc 
gaatagcact 
ggaactcttc 
aaatgtaggt 
tttccaatct 
agcttccttt 
agatgattct 
gcaacacgta 
agtatttgta 
gaagctggga 
aaactctggt 
ttgagaaagc 
ataatacctt 
ggtcatgtgt 
agtatattta 
agagagcatg 
tatagagttt 
aattgagggc 
aagccgtaag 
ttatttttgc 
gatgactgat 
agttctgatc 
tccactgggc 
tatcaactat 
ggactagttg 
agtcatacta 
tttttttttc 
ccactgaaga 
accgggaaac 
aaggggtttt 
gtctatcagt 
ttattttacc 
tcaagctgtc 
tcccaaataa 
acatgtgtag 
tgtagacttc 
aaataaagtt 
tggaggcaga 
tggcagaggc 
tgtgctcttc 



cctgagttag 
ttaagctaag 
gtgtaatgtt 
actccagtgt 
tgtgtgttga 
aaattatttg 
tttggttttt 
acacttttgg 
gaagatgctg 
ctattgaaat 
tggtttgatt 
aacccatctg 
acttacaaag 
tctttcagtg 
taagagggaa 
agatctgaag 
aaccatgagt 
gatgcagaga 
ctgtactata 
tggagtggta 
tagtctttgt 
gaagatcaag 
tgaaatgaga 
gtaggcatgt 
aggaaaacag 
ctaggtactt 
tataactcaa 
cactgtttca 
tttaagcaac 
aacttttatc 
tgtatcatca 
cctgtagaaa 
ggtccaacct 
tgcctggtaa 
gcttcattcg 
agagcaatca 
ttcacctggt 
acaaattctg 
tacctgagaa 
cagctgtcgt 
cccacctgct 
gcaatggcaa 
gcttagttgc 
ggcattgtgc 
cttcccagag 
gacattaaag 
tgggtcctcc 
tgttctgtgc 
ggcagtttat 
ttctgtcttt 
acaccagtta 
acaaggctac 
taggtgcttt 
aacagtgagg 
accttggact 
ggcggctttg 
cggggaggct 
agaccctgtg 



gcaagcaaga 
gatctttctt 
ttgaattggt 
acctaacaga 
cactgctata 
ttgatagagc 
caggccacag 
ctaaaaatct 
cggagatcag 
gtaagggttt 
tccttaggcg 
taccatgggg 
aagcaagttt 
aggtgaggtt 
gctcgagttt 
caagttctgt 
tcttctccct 
aaacctttga 
ctggagagaa 
agaaattagg 
atttcataag 
gacatgatac 
gctctaaatc 
tttatacttt 
accagtcatc 
aatatgttga 
gcactgaaat 
gagtcttagg 
ctctcctaca 
aaagtacccc 
gttataggcc 
aaagctaaat 
tgagagaagg 
attactctaa 
aagacgctaa 
ggctggagtt 
tagggtgctg 
tgtttcctgt 
ataattgatg 
caactcagag 
tgggttgctt 
ttaaaaaatg 
ttttaactgc 
aaattcagtg 
ccatccaaaa 
gagtcatttg 
aaagggtaag 
agaccttgag 
ggattcgcac 
acagaggtat 
gttttccata 
ttctgtggga 
ttataatggg 
aggatgccaa 
gggccaaacc 
gaggacgagg 
ttggaggtaa 
ccctgtcacg 



gcactcttat 
cactgaaact 
acattcactt 
gagtttgaca 
tctccatatt 
tatgtgtgtt 
agctcatttt 
cccttacaaa 
attagtcagc 
tattaacatt 
tgtaacttgg 
ataatgtact 
aatgcctatc 
acatgaaaaa 
tgattgaaaa 
gttgctgagg 
ccattgcagg 
agaaaagcag 
aggtcaaaat 
cttgttccaa 
tttataaata 
cccaagtcat 
attttgcatt 
aaatgacttg 
agcctatgta 
gtaacagaaa 
tcttagggaa 
aatgtggctc 
gtgcaacaga 
agaaccaaaa 
tatatatgtc 
aattttagcc 
gccttggcca 
gcattaactg 
agaagcttta 
gcaaggaccc 
tggttggggg 
tcgctactga 
aaatctcaag 
tagcaagttt 
tcccactttc 
taaacccaga 
tttttcacta 
tacgaactgt 
ctctgtttgt 
acggctccgt 
ggaaggaagc 
tctaatgtgt 
gagaagaaga 
atttagctgt 
gagagctact 
tggctcccca 
caatttcatt 
ggaggccatg 
taagggtgaa 
tggtggtaga 
ggcacgcaga 
gttcctaatc 



6660 

6720 

6780 

6840 

6900 

6960 

7020 

7080 

7140 

7200 

7260 

7320 

7380 

7440 

7500 

7560 

7620 

7680 

7740 

7800 

7860 

7920 

7980 

8040 

8100 

8160 

8220 

8280 

8340 

8400 

8460 

8520 

8580 

8640 

8700 

8760 

8820 

8880 

8940 

9000 

9060 

9120 

9180 

9240 

9300 

9360 

9420 

9480 

9540 

9600 

9660 

9720 

9780 

9840 

9900 

9960 

10020 

10080 



n 



actggggagg 
gcgaggaggc 
gacgaagttt 
ctggggtttt 
atacagtcct 
ttggttttga 
tatctgtaag 
aatagtttgg 
ttcgtggggt 
tttaggacaa 
ccctggaatc 
aatggaaatg 
ctggtgaggg 
ctacttttag 
cagattagtc 



aggagctttg 
ttccgaggag 
gaatagcttc 
tactgttacc 
gtggtctcct 
ctggatattc 
ttttgaattt 
gttttgttgt 
tgtaaaagaa 
attaaaagtc 
tcactggaga 
gcttagtgcg 
gacctgctcc 
caggtctcga 
aggtttccta 



tacccattct 
gcagaggagg 
tgtccctctg 
tgatcaatga 
tggaaatccg 
atataaactt 
atattgtttc 
tgttactttt 
aagaaagcag 
aactctggtg 
gcatggcaaa 
tgtttccagt 
tgcagccctg 
ggattatgtc 

gg 



tttaacagtg 
aggaggtgac 
ctttcccttt 
cagagccttc 
tctagttaac 
tttaaagagt 
atcccatgta 
ttttttgttt 
aatgttttat 
ccagacgtgt 
gccagctctg 
atcccagccc 
gtgctgactt 
tgaagaccac 



tcttgccttc 
cacaagccac 
tccatttgaa 
tgaggacatt 
atttcaaggg 
tgagtgatag 
caaaaccatt 
ttgttttttt 
catggttttt 
tacttcctaa 
ccacttgctt 
taactaactt 
gaaggctgct 
tctggaaaga 



ctcctgtagg 
aaggaaagaa 
agaaaggact 
ccaagacagt 
caataccgtg 
agctaaccct 
ttttcctaca 
tttttttgcg 
gcttcaccgc 
agagtgtttc 
cacccatccc 
ggttgaaatg 
gcagcttctc 
ggtcgaggaa 



10140 
10200 
10260 
10320 
10380 
10440 
10500 
10560 
10620 
10680 
10740 
10800 
10860 
10920 
10942 



<210> 24 

<211> 249 

<212> PRT 

<213> Homo sapiens 



<400> 24 

Met Glu Met Gly Arg Arg lie His Leu Glu Leu Arg Asn Arg Thr Pro 
15 10 15 

Ser Asp Val Lys Glu Leu Val Leu Asp Asn Ser Arg Ser Asn Glu Gly 
20 25 30 

Lys Leu Glu Gly Leu Thr Asp Glu Phe Glu Glu Leu Glu Phe Leu Ser 
35 40 45 

Thr lie Asn Val Gly Leu Thr Ser lie Ala Asn Leu Pro Lys Leu Asn 
50 55 60 

Lys Leu Lys Lys Leu Glu Leu Ser Asp Asn Arg Val Ser Gly Gly Leu 
65^ 70 75 80 

Glu Val Leu Ala Glu Lys Cys Pro Asn Leu Thr His Leu Asn Leu Ser 
85 90 95 



Gly Asn Lys lie 
100 

Glu Asn Leu Lys 
115 

Asn Asp Tyr Arg 
130 

Leu Asp Gly Tyr 
145 

Glu Gly Tyr Val 



Lys Asp Leu Ser 



Ser Leu Asp Leu 
120 

Glu Asn Val Phe 
135 

Asp Arg Asp Asp 
150 

Glu Gly Leu Asp 
165 



Thr lie Glu Pro 
105 

Phe Asn Cys Glu 



Lys Leu Leu Pro 
140 

Lys Glu Ala Pro 
155 

Asp Glu Glu Glu 
170 



Leu Lys Lys Leu 
110 

Val Thr Asn Leu 
125 

Gin Leu Thr Tyr 



Asp Ser Asp Ala 
160 

Asp Glu Asp Glu 
175 



Glu Glu Tyr Asp Glu Asp Ala Gin Val Val Glu Asp Glu Glu Asp Glu 
180 185 190 



12 



Asp Glu Glu Glu 
195 

Glu Asp Glu Glu 
210 

Glu Glu Glu Leu 
225 

Pro Glu Asp Glu 



Glu Gly Glu Glu 
200 

Gly Tyr Asn Asp 
215 

Gly Glu Glu Glu 
230 

Gly Glu Asp Asp 
245 



Glu Asp Val Ser 

Gly Glu Val Asp 
220 

Arg Gly Gin Lys 
235 

Asp 



Gly Glu Glu Glu 
205 

Asp Glu Glu Asp 



Arg Lys Arg Glu 
240 



<210> 25 

<211> 916 

<212> DNA 

<213> Homo sapiens 



<400> 25 

gctggttgag 

attccgccgg 

gattcattta 

cagtcggtcg 

cttaagtaca 

taagaagctt 

gtgtccgaac 

agagccactg 

caacctgaac 

cggctatgac 

cctggatgat 

ggaagacgag 

ggaggaggag 

agagcttggt 

agatgatgac 

tacccatatc 



ccttcaaagt 
cgcgggagcc 
gagctgcgga 
aatgaaggca 
atcaacgtag 
gaactaagcg 
ctcacgcatc 
aaaaagttag 
gactaccgag 
cgggacgaca 
gaggaggagg 
gaggacgagg 
gatgaagaag 
gaagaagaaa 
taagtggaat 
ccctct 



cctaaaacgc 
tctgcagaga 
acaggacgcc 
aactcgaagg 
gcctcacctc 
ataacagagt 
taaatttaag 
aaaacctcaa 
aaaatgtgtt 
aggaggcccc 
atgaggatga 
atgaggagga 
gttataacga 
ggggtcagaa 
aacctatttt 



gcggccgtgg 
gagagcgcga 
ctctgatgtg 
cctcacagat 
aatcgcaaac 
ctcagggggc 
tggcaacaaa 
gagcttagac 
caagctcctc 
tgactcggat 
ggaggagtat 
ggaaggtgaa 
tggagaggta 
gcgaaaacga 
gaaaaattcc 



gttcggggtt 
gagatggaga 
aaagaacttg 
gaatttgaag 
ttaccaaagt 
ctggaagtat 
attaaagacc 
cttttcaatt 
ccgcaactca 
gctgagggct 
gatgaagatg 
gaggaggacg 
gatgacgagg 
gaacctgaag 
tattgtgatt 



tattgattga 
tgggcagacg 
tcctggacaa 
aactggaatt 
taaacaaact 
tggcagaaaa 
tcagcacaat 
gcgaggtaac 
catatctcga 
acgtggaggg 
ctcaggtagt 
tgagtggaga 
aagatgaaga 
atgagggaga 
tgactgtttt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

916 



<210> 26 

<211> 277 

<212> PRT 

<213> Homo sapiens 



<400> 26 

Met Ser Ala Pro Ala Ala Lys Val Ser Lys Lys Glu Leu Asn Ser Asn 
15 10 15 

His Asp Gly Ala Asp Glu Thr Ser Glu Lys Glu Gin Gin Glu Ala lie 
20 25 30 



Glu His lie Asp Glu Val Gin Asn Glu lie Asp Arg Leu Asn Glu Gin 

35 40 45 

Ala Ser Glu Glu lie Leu Lys Val Glu Gin Lys Tyr Asn Lys Leu Arg 

50 55 60 



Gin Pro Phe Phe Gin Lys Arg Ser Glu Leu lie Ala Lys lie Pro Asn 
65 70 75 80 



# 



13 

Phe Trp Val Thr Thr Phe Val Asn His Pro Gin Val Ser Ala Leu Leu 
85 90 95 

Gly Glu Glu Asp Glu Glu Ala Leu His Tyr Leu Thr Arg Val Glu Val 
100 105 110 

Thr Glu Phe Glu Asp lie Lys Ser Gly Tyr Arg lie Asp Phe Tyr Phe 
115 120 125 

Asp Glu Asn Pro Tyr Phe Glu Asn Lys Val Leu Ser Lys Glu Phe His 
130 135 140 

Leu Asn Glu Ser Gly Asp Pro Ser Ser Lys Ser Thr Glu lie Lys Trp 
145 150 155 160 

Lys Ser Gly Lys Asp Leu Thr Lys Arg Ser Ser Gin Thr Gin Asn Lys 
165 170 175 

Ala Ser Arg Lys Arg Gin His Glu Glu Pro Glu Ser Phe Phe Thr Trp 
180 185 190 

Phe Thr Asp His Ser Asp Ala Gly Ala Asp Glu Leu Gly Glu Val lie 
195 200 205 

Lys Asp Asp lie Trp Pro Asn Pro Leu Gin Tyr Tyr Leu Val Pro Asp 
210 215 220 

Met Asp Asp Glu Glu Gly Glu Gly Glu Glu Asp Asp Asp Asp Asp Glu 
225 230 235 240 

Glu Glu Glu Gly Leu Glu Asp lie Asp Glu Glu Gly Asp Glu Asp Glu 
245 250 255 

Gly Glu Glu Asp Glu Asp Asp Asp Glu Gly Glu Glu Gly Glu Glu Asp 
260 265 270 

Glu Gly Glu Asp Asp 
275 



<210> 27 

<211> 924 

<212> DNA 

<213> Homo sapiens 



<400> 27 

cgaccgcgga 

tccaaccacg 

attgatgaag 

aaagtagaac 

atcgccaaaa 

ctgcttgggg 

tttgaagata 

gaaaataaag 

tccaccgaaa 

aataaagcca 

gaccattctg 

aacccattac 



gcagcaccat 
acggggccga 
tacaaaatga 
agaaatataa 
tcccaaattt 
aggaagatga 
ttaaatcagg 
ttctctccaa 
tcaaatggaa 
gcaggaagag 
atgcaggtgc 
agtactactt 



gtcggcgccg 
cgagacctca 
aatagacaga 
caaactccgc 
ttgggtaaca 
agaggcactg 
ttacagaata 
agaatttcat 
atctggaaag 
gcagcatgag 
tgatgagtta 
ggttcccgat 



gcggccaaag 
gaaaaagaac 
cttaatgaac 
caaccatttt 
acatttgtca 
cattatttga 
gatttttatt 
ctgaatgaga 
gatttgacga 
gaaccagaga 
ggagaggtca 
atggatgatg 



tcagtaaaaa 
agcaagaagc 
aagccagtga 
ttcagaagag 
accatccaca 
ccagagttga 
ttgatgaaaa 
gtggtgatcc 
aacgttcgag 
gcttctttac 
tcaaagatga 
aagaaggaga 



ggagctcaac 
gattgaacac 
ggagattttg 
gtcagaattg 
agtgtctgca 
agtgacagaa 
tccttacttt 
atcttcgaag 
tcaaacgcag 
ctggtttact 
tatttggcca 
aggagaagaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 



14 

gatgatgatg atgatgaaga ggaggaagga ttagaagata ttgacgaaga aggggatgag 780 
gatgaaggtg aagaagatga agatgatgat gaaggggagg aaggagagga ggatgaagga 840 
gaagatgact aaatagaaca ctgatggatt ccaaccttcc tttttttaaa ttttctccag 900 
tccctgggag caagttgcag tctt 924 

<210> 28 
<211> 2518 
<212> DNA 

<213> Homo sapiens 



<400> 28 

cttcgggtgt 

ttcttctgga 

ctcgcgaagg 

gtagaagaag 

gaagaggtcg 

gtggtcgttt 

actccaggca 

gttaccacac 

aagaagggtg 

gacagtgatg 

gatgaggatg 

tcagaggatg 

gatgactctg 

gttgttcctg 

gacgaggatg 

gaggaagaag 

atggccaaac 

actacggctt 

aaaactggta 

ggtatgacta 

ttggaactca 

aaagacagta 

gtcactcagg 

aaggatggga 

aaaacctttg 

actggagaga 

gaatcaaaaa 

gaagtatttg 

gggtatgcat 

aataaaaggg 

cctaatgcca 

actgaagaga 

cgggaaactg 

aaggaggcca 

cctaagggtg 

ggtggtggta 

cgaggaggct 

acgaagtttg 

tggggttttt 

tacagtcctg 

tggttttgac 

atctgtaagt 



acgtgctccg 
ctcatctgcg 
caggtaaaaa 
atagtgaaga 
tcatacctca 
ccccaacaaa 
aaaaggcagc 
ctggcaagaa 
ctgccatccc 
aagaggagga 
aagatgaaat 
aggacgatga 
aagaagaagc 
tgaaagccaa 
acgacgacga 
aggaggagga 
agaaagcagc 
tcaatctctt 
tcagcgatgt 
ggaaatttgg 
ctggtttgaa 
agaaagagcg 
atgaattgaa 
aaagtaaagg 
aagaaaagca 
aaggtcaaaa 
ctctggtttt 
agaaagcaac 
ttatagagtt 
aaattgaggg 
gaagccagcc 
cattaaagga 
ggtcctccaa 
tggaagacgg 
aaggtggctt 
gaggaggccg 
tccgaggagg 
aatagcttct 
actgttacct 
tggtctcctt 
tggatattca 
tttgaattta 



ggatcttcag 
ccacttgtcc 
tcaaggtgac 
tgaggaaatg 
gaagaaaggc 
aaaggttgca 
agcaacacct 
gggagccaca 
agccaagggg 
tgatgacagt 
tgaaccagca 
ggatgacgaa 
tatggagact 
gaacgtggct 
cgaagatgat 
agagcctgtc 
tcctgaagcc 
tgttggaaac 
ttttgctaaa 
ttatgtggat 
agtctttggc 
agatgcgaga 
agaagtgttt 
gattgcttat 
gggaacagag 
tcaagactat 
aagcaacctc 
ttttatcaaa 
tgcttcattc 
cagagcaatc 
atccaaaact 
gtcatttgac 
agggtttggt 
tgaaattgat 
cgggggtcgt 
aggaggattt 
cagaggagga 
gtccctctgc 
gatcaatgac 
ggaaatccgt 
tataaacttt 
tattgtttca 



cacccgcggc 
gcttcacact 
cccaagaaaa 
tcagaagatg 
aagaaggctg 
gttgccacac 
gccaagaaga 
ccaggcaaag 
gcaaagaatg 
gaggaggatg 
gcgatgaaag 
gatgatgagg 
acaccagcca 
gaggatgaag 
gaagatgatg 
aaagaagcac 
aagaaacaga 
ctaaacttta 
aatgatcttg 
tttgaatctg 
aatgaaatta 
acacttttgg 
gaagatgctg 
attgaattta 
atcgatgggc 
agaggtggaa 
tcctacagtg 
gtaccccaga 
gaagacgcta 
aggctggagt 
ctgtttgtca 
ggctccgttc 
tttgtagact 
ggaaataaag 
ggtggaggca 
ggtggcagag 
ggaggtgacc 
tttccctttt 
agagccttct 
ctagttaaca 
ttaaagagtt 
tcccatgtac 



cgccatcgcc 
ccgccgccat 
tggctcctcc 
aagaagatga 
ctgcaacctc 
cagccaagaa 
cagttacacc 
cattggtagc 
gcaagaatgc 
aggaggatga 
cagcagctgc 
atgacgatga 
aaggaaagaa 
atgaagaaga 
atgatgaaga 
ctggaaaacg 
aagtggaagg 
acaaatctgc 
ctgttgtgga 
ctgaagacct 
aactagagaa 
ctaaaaatct 
cggagatcag 
agacagaagc 
gatctatttc 
agaatagcac 
caacagaaga 
accaaaatgg 
aagaagcttt 
tgcaaggacc 
aaggcctgtc 
gggcaaggat 
tcaacagtga 
ttaccttgga 
gaggcggctt 
gccggggagg 
acaagccaca 
ccatttgaaa 
gaggacattc 
tttcaagggc 
gagtgataga 
aaaaccattt 



gtcgcttggc 
catggtgaag 
tccaaaggag 
tagcagtgga 
agcaaagaag 
agcagctgtc 
agccaaagca 
aactcctggt 
caagaaggaa 
cgaggacgag 
tgcccctgcc 
cgatgaggaa 
agctgcaaaa 
ggatgatgag 
tgatgaggag 
aaagaaggaa 
cacagaaccg 
tcctgaatta 
tgtcagaatt 
ggagaaagcg 
accaaaagga 
cccttacaaa 
attagtcagc 
tgatgcagag 
cctgtactat 
ttggagtggt 
aactcttcag 
caaatctaaa 
aaattcctgt 
caggggatca 
tgaggatacc 
agttactgac 
ggaggatgcc 
ctgggccaaa 
tggaggacga 
ctttggaggg 
aggaaagaag 
gaaaggactc 
caagacagta 
aataccgtgt 
gctaaccctt 
tttcctac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2518 



<210> 29 

<211> 7 

<212> PRT 

<213> Human immunodeficiency virus 





15 



<400> 29 
lie Asn Cys 
1 



Thr Arg Pro Asn 
5 



<210> 30 

<211> 9 

<212> PRT 

<213> Human 



inimunodef iciency virus 



<400> 30 
Gly Pro Gly 
1 



Arg Ala Phe Val Thr lie 
5 



<210> 31 
<211> 16 
<212> PRT 

<213> Homo sapiens 
<400> 31 

Lys Glu Gin Gin Glu Ala lie Glu His lie Asp Glu Val Gin Asn Glu 
15 10 15 



<210> 32 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 32 

Val Lys Leu Ala Lys Ala Gly Lys Asn Gin Gly Asp Pro Lys Lys 
15 10 15 



